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Abstract:
Chronic Kidney Disease (CKD), High Blood Pressure (HBP), and Thyroid Disorder (TD) diseases are interrelated. When human patients are affected by one of them, then the possibility of affectness by the other two diseases is increased. Background studies indicate that there are large numbers of similar biological and genetic features among HBP, CKD, and TD. For this reason, the common gene network models among these three diseases are explored. The gene number is reduced through preprocessing and filtering. Then the common genes among the selected diseases and the most significant genes are explored. After completing this process, ten common genes among HBP, CKD, and TD are recognized. This analysis identifies the most significant hub proteins based on biological, biochemical, and genetic relationships between common genes. Following these relationships, the Protein-Protein Interactions network, Co-Expression network, Enrichment Analysis, Topological properties analysis, Gene regulatory network, and Physical Interaction network are exhibited. This analysis helps us to identify similar biological and genetic features among HBP, CKD, and TD. Interaction of proteins with drug molecules enables an efficient drug design for this research. These drugs can be considered for further verification by chemical experiments.
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