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Tuberculosis (TB) is endemic in Bangladesh. This study was conducted to determine the genotype of Mycobacterium tuberculosis complex (MTC) strains isolated during a period from July 2001 through November 2003. Genetic variability was determined using a 43 spacer-based standard spoligotyping technique in 506 MTC strains isolated from 71 rural and 435 urban patients. Of the strains tested, 25% belonged to unique types, while 75% could be classified into 28 clusters. Following the criteria of the International Spoligo Database 4, the strains in clusters were further grouped into four internationally recognized phylogenetic clades like, East African Indian, W/Beijing, Central Asian families and Principle Genetic group. Pathogenic W/Beijing types were detected among 13% of the urban and 12% of the rural isolates indicating uniform prevalence of this genotype in both areas.  Univariate analysis was performed to assess the association between the W/Beijing genotype with drug resistance. Of the four drugs tested (streptomycin, isoniazid, rifampicin and ethambutol), the W/Beijing genotype in this study was associated with resistance to ethambutol (P<0.001). These results suggest that a heterogeneous population of MTC is prevalent in TB patients in Bangladesh, similar to those found in neighboring countries, and probably associated with human migration between the countries of this region.  

